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SUMMARY

In the present study, fluorescence in situ
hybridization was used to mapthe 185+28S ribosomal
RNA gene clusters - nucleolar organizer regions or
NORs -inthe babirusa, Babyrousababyrussa(family
Suidae), andthe white-lipped peccary, Tayassupecarn
{family Dicotylidae). Inaddition, selective silver staining
was applied to identify the actively transcribing rRNA
genes (Ag-NORs).

Results are compared to those previously
obtained forthe domestic pig (Sus scrofa) (Bosma et
al., 1991: Mellink et al., 1992 and 1994).

Metaphase chromosomes were prepared from
blood lymphocytes of a male babirusa and a male
peccary, following standard procedures.
Chromosomes were GTG-banded and photographed
prior to hybridization with a biotinylated human
185+28S rDNA probe.

Silver staining of NORs was performed as
described by Mellink etal. (1992). Ag-NOR numbers
were determined in at least 30 cells. Numbering of
babirusa chromosomes is according to Bosma and
de Haan (1981) and numbering of peccary
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chromosomesis based onthatby Hufty etal. (1973).

In the pig, 185+28S rRNA genes are located in
the secondary constrictions of chromosomes 8, 10,
and 16, and Ag-NORs are present onchromosomes
8 and 10. NORs of chromosomes 8 vary in silver
staining property, whereas NORs of both homologues
of pair 10 are consistently Ag-positive.

In the babirusa, we mapped 185+28S rRNA
genes to chromosomes 6, 8, and 10. The latter
chromosomes correspond to domestic pig
chromosomes 8 and 10, and showed Ag-staining
patterns similar to those observed in the pig.
Chromosomes 6 were Ag-negative.

In the peccary, we localized 185+28S rRNA
genes at the secondary constriction sites of
chromosomes 4 and 8. Silver staining indicated that
genes in all these four clusters are transcriptionally
active.

Thus, inthese three species a maximum of four
rRNA gene clusters was found to contribute to the
production of rRNA, even if more clusters were
present.
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RESUMEN

Enelpresente estudio, la hibridacién fluorescente
in situ ha sido empleada para mapear los clusters -
regiones organizadoras del nucleolo o NORs- de
genes RNA ribosémico 18S+28S en babirusa,
Babyrousababyrussa (familia Suidae) y el pécaride
hocico blanco, Tayassu pecari(familia Dicotylidae).
Ademas, seempled latinciénselectivacon platapara
identificar los genes rRNA que transcriben activa-
mente (Ag-NORs).

Los resultados son comparados con los obteni-
dos previamente para el cerdo doméstico (Sus scrofa)
(Bosma et al., 1991; Mellink et al., 1992 y 1994),

Los cromosomas metafésicos fueron prepara-
dos a partir de linfocitos sanguineos de un babirusa
macho y de un pécari macho siguiendo los procedi-
mientos estandar. Los cromosomas fueron GTG
bandeados y fotografiados antes de la hibridacién con
unasonda rDNA 18S+28S humana biotinilada. La
tincion con platade las NORs fue realizada segtin la
descripcién de Mellink et al. (1992). Los nimeros de
Ag-NORs fueron determinados en, al menos, 30
células.

Lanumeraci6n de los cromosomas de babirusa
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serealizade acuerdocon Bosmayde Haan (1981)y
lanumeraci6n de los cromosomas de pécarise basa
en la de Hufty et al. (1973).

En el cerdo, los genes rRNA 18S+28S, se loca-
lizan en las constricciones secundarias de los
cromosomas8, 10y 16y las Ag-NORs estan presen-
tes en los cromosomas 8 y 10. Las NORs de los
cromosomas 8 varian en la propiedad de tincién con
plata, mientras quelas NORs de ambos homoélogos
delpar 10, son consistentemente Ag-positivas.

Enelbabirusa, hemos mapeadolos genes rRNA
185+28S en los cromosomas 6,8y 10. Los Gltimos
cromosomas corresponden a los cromosomas 8y 10
del cerdo doméstico, y mostraron respuestas a la
tincién con plata similares a las observadas en el
cerdo. Los cromosomas 6 fueron Ag-negativos.

En el pécari, hemos localizado los genes rRNA
18S+28S enlos lugares de las constricciones secun-
darias de los cromosomas 4y 8, Latincién con plata,
indica que los genes en esos cuatro clusters son
transcripcionalmente activos.

Asl, en esas tres especies, se ha encontrado
que, un maximo de cuatro clusters de genes rRNA,
contribuye a la produccién de rRNA, aun si hay mas
clusterspresentes.,
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